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Biomarker Signature for;

Sterols Faecal contamination, algae, higher plants, high-
organic anaerobic environments

Bile Acid Human and animal faceal matter
Ketones Algal and paleoclimatic markers
Long-chain diols  Algal markers (e.g. Eustigmatophytes)
Fatty Acids Algal and bacterial markers

Polar Lipids Algal and bacterial biomass, community structure
and nutritional status (from cell membrane)

Hydrocarbons Oil spills / reserves, algal groups (diatoms, blue
green algae)

C & N Isotopes Biogeochemical studies of primary productivity and
foodwebs

CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH

£
=z
&

v

: i
trophic AA d'*N | '
,,.,.-E— - trophic AA d'5N

20 ~ bulk "N | bulk dtN

- =
« + = “source AA dN
® ® ® ® & %, 6 & 4 B ® & ® ¥ %

04 source AA d°N

: ]
-'15 T ¥ £

40 5 0 5 10 15 20 25 3010 -5 0 5 10 15 20 25 30
Latitude (degrees) Latitude {degrees)



CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH




CSIRO
MARINE RESEARCH

Table 3 Profiles of phytoplankton community structure
(%) of shrimp floc samples collected from outdoor raceways
and cylindrical culture tanks

Phytoplankton community composition (%)

Algal class Floc-A Floc-B Floc-C Floc-D

Diatoms 4.3 8.2 84.4 81.7
Chlorophytes 82.3 75.4 5.5 9.8
Cyanobacteria 5.9 0.6 0.1 0.1
Dinoflagellates 2.6 6.9 7.3 7.5
Cryptophytes 5.0 8.9 2.7 0.9

Table 4 Algae and bacteria biomass (g kg ~') and their
ratios (dried sample basis) of floc materials collected from
outdoor shrimp raceways and tanks

Biomass/floc type Floc-A  Floc-B

Algae biomass 2441 43.7
Bacteria biomass 12.8 78.3
Total 256.9 122.0
Algae:Bacteria (ratio) 19.1:1 0.5:1




Larval fish with genetic construct to switch
off aromatase




Fish Sexual Development

Aror.iatase
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